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ABSTRACT

Sexual reproduction allows plants to produce seeds and to propagate themselves. In Angiosperms this process occurs between two haploid individuals: the female (embryo sac) and the male (pollen
grain) gametophytes. In Angiosperm, the gametophytes origin by two subsequently processes: the sporogenesis and the gametogenesis. During the female sporogenesis a single differentiated somatic
cell, called Megaspore Mother cell (MMC) divides by meiosis and gives rise to four megaspore. Three of them degenerate and the only one surviving becomes the Functional Megaspore (FM). This cell,
then, undergoes gametogenesis which consists of three rounds of mitosis at the end of which the seven-celled mature female gametophyte is formed.

Several mutants defective in cytokinin (CK) biosynthesis and/or signalling exhibit a reduced female fertility, suggesting that cytokinins have a conserved role in regulating ovule development (1) and/or
reproduction. It is well known that cytokinin control the expression of two transcription factors, BELL1 (BEL1) and AINTEGUMENTA (ANT) (2,3). The bel1-1 and ant-4 mutants exhibit female sterility due
to alteration in gametogenesis (4,5). Therefore, they result good candidates for studying the role of cytokinin in the control female germline development. We characterized by morphological analyses
both mutants to assess the altered gametogenesis and trying to exploit the role of cytokinin in the control of gametogenesis. Regarding the fertilization process, it has been shown that cytokinin could
control the degeneration of synergid cells, which is required for a correct accomplishment of fertilization process. The vdd-1/+ mutant is defective in synergid degeneration (6). In particular, in half vdd-
1/+ ovules, the promoter of CKX7 (cytokinin oxidase/hydrogenase, responsible for cytokinin degradation) isn’t active (7), suggesting that a correct physiological level of cytokinin is required for the
synergid degeneration. Therefore, we are trying to increase the level of cytokinin within synergid cells to mimic the vdd-1/+ phenotype.
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